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 Supplementary Table 1. Primer sets used for 5'RACE. RT-PCR, and genotyping experiments.
Locus Name Sequence (5' -> 3') Primer set Size (bp) *Position (mm9, NCBI Build 37)

Primers used for genotyping
Peg3-CoKO-F ATGAGTCTCGATCCAGGTATGCC 
Lox-R TGAACTGATGGCGAGCTCAGACC

Peg3-5arm CCCTCAGCAGAGCTGTTTCCTGCC
Peg3-rev ACCCCATTCTCATCAGCTCCAGAG 

Peg3-5arm CCCTCAGCAGAGCTGTTTCCTGCC
Peg3-LoxR TGAACTGATGGCGAGCTCAGACC

Peg3-5 arm CCCTCAGCAGAGCTGTTTCCTGCC
Peg3-rev ACCCCATTCTCATCAGCTCCAGAG 

bac2082-F1 ACAACCCGGAGTTTTAGCAGAC 
bac2375-R AGGGGAGAACAGACTACAGA

bac2082-F2 ACAACCCGGAGTTTTAGCAGAC 
bac6710-R GGATGTAAGATGGAGGCACTGT 

Zp3-cre-F TAGGAATCACGTGGAGTGTCT
oIMR1085 GTGAAACAGCATTGCTGTCACTT

Primers used for 5'RACE and NGS
mEx2-R1 AGTCTTCCTCTTGCCAGTTGTC 

mEx2-R2 TCCTCTTGCCAGTTGTCTCCAA 
mEx2-R3 ATAGAAGATCAAGAAGGTAGGG 

mEx6-R2 CCAAAATGTGGTCTTGACATCACAG 

mEx6-R3 ATGTGGTCTTGACATCACAGGAAGA 
m12,4 TGTCACTGTTGGTGTCGTCT 
U0-R CTGGCCATGTTGTATCATTGTA

hEx2-R1 TCCCTCTTCCTCTCGCCAGTCG RACE gene-specific (human) 1st primer ≅ RT hChr19: 56,836,049

RACE gene-specific (DelKO) 1st primer ≅ RT mChr7: 6,668,817

RACE nested (DelKO) 2nd primers ≅ identify mChr7: 6,668,822; 6,670,582; 6,699,528

RACE gene-specific (KO2) 1st primer ≅ RT mChr7: 6,679,232

RACE nested (KO2) 2nd  primers ≅ identify mChr7: 6,679,237

DelKO (genotyping) 1st primer ≅600 mChr7: 6,669,691-unknown

Zp3-cre (genotyping) 1st primer ≅500 mChr5: 136,455,787-unknown

KO2 (genotyping) 2nd  primer ≅400 mChr7: 6,684,449-6,679,821

KO2 (genotyping) 1st primer none mChr7: 6,684,449-6,684,158

FlipKO (genotyping) 1st primer ≅290 mChr7: 6,669,691-unknown

FlipKO (genotyping) 2nd  primer ≅700 mChr7: 6,669,691-6,668,412

DelKO (genotyping) 2nd primer ≅700 mChr7: 6,669,691-6,668,412



hEx2-R2 CTTCCTCTCGCCAGTCGTCTCC 
hEx2-R3 CGGAAGATCAAGAAGGCAAAG 

tail long GGTTGTGAGCTCTTCTAGATCCCCCCCCCCCCNN 
tail out GGTTGTGAGCTCTTCTAGA 

Primers used for RT-PCR analysis
Peg3-RT-1a GGTTCAGTGTGGGTGCACTAGACT
mEx6-R3 ATGTGGTCTTGACATCACAGGAAGA 

m-U0F TACAATGATACAACATGGCCAG
mEx6-R3 ATGTGGTCTTGACATCACAGGAAGA 

m-U1F AGGCTTTCCATTCCCAGCATCT
mEx6-R3 ATGTGGTCTTGACATCACAGGAAGA 

m-U2F TGGCCACTTCAATTCTGGAAGG
mEx6-R3 ATGTGGTCTTGACATCACAGGAAGA 

m-U3F TCAGGTCACCAGGCTTCGACA 
mEx6-R3 ATGTGGTCTTGACATCACAGGAAGA 

mUsp29-1a GAGGAGAGCAAGCAGGTAGATTAC
mUsp29-Ex2-R3 TGAAATGGGGAGTAGGGTGAAC

β-actin-1a GAGCACCCTGTGCTGCTCACCGA
β-actin-1b CTCTTTGATGTCACGCACGATTTC

hEx1-F1 GCAGAAGTCTGGGCAGCTGCGG 
hEx2-R2 CTTCCTCTCGCCAGTCGTCTCC 

hU1-F AGCGTGTAGATGGCAAGCAGAGC 
hEx2-R2 CTTCCTCTCGCCAGTCGTCTCC 

hMimt1-Ex1-F GTCGAAATGGAGGAAACCCCAC
hMimt1-Ex2-R ACTGGATTTGGACTCTCCTGAC

Primers used for DNA methylation analysis
mPeg3-pro-bis-a.1 GTTTTTGTAGAGGATTTTGATAAGGAG 
mPeg3-pro-bis-b CACCCCAAACACCATCTAAACTCTACAAAC Bis-E1 1st primer ≅290 mChr7: 6,682,886-6,683,178

RT-PCR-mUsp29 1st primer ≅180 mChr7: 6,731,145-6,737,586

RT-PCR-hMimt1 1st primer ≅624 hChr19: 56,840,992-56,847,984

RT-PCR-hU1 1st primer ≅150 hChr19: 56,842,954-56,836,054

RACE tailing primers 1st primer ≅ identify 5' end

RT-PCR-mU3 1st primer ≅700 mChr7: 6,846,600-6,668,822

RT-PCR-hE1 1st  primer ≅190 hChr19: 56,840,705-56,836,054

RT-PCR-mβ-actin 1st primer 344 mChr5:143,666,183-143,666,981

RT-PCR-mE1 1st primer ≅500 mChr7: 6,683,015-6,668,822

RT-PCR-mU0 1st primer ≅600 mChr7: 6,699,528-6,668,822

RT-PCR-mU1 1st primer ≅800 mChr7: 6,703,897-6,668,822

RT-PCR-mU2 1st primer ≅800 mChr7: 6,709,557-6,668,822

RACE nested (human) 2nd primers ≅ identify hChr19: 56,836,054; 56,836,084



bis-Peg3-RACEF1-F1 GTTGGGAATGGAAAGTTTAAAGATAAA 
bis-Peg3-RACEF1-R1 AAAATCAAAACTACACCAAACATACAAC 

ECR4-Bis-a ATTGGTTTATAGTTAGGGAAGGAAGTAGT 
ECR4-Bis-b AAATCTCTCTAAAACATAATACTATTCTAT 

bis-Peg3-RACEF5-F GTAGGTAGATAATTTATTGGATAAAGAGTT 
bis-Peg3-RACEF5-R CTTTCTTTCTCTCTTTCTTTATACATATAT 

Bis-U1 1st primer ≅251 mChr7: 6,703,901-6,704,151

Bis-U3 1st primer ≅184 mChr7: 6,846,566-6,846,749

Bis-U2 1st primer ≅324 mChr7: 6,759,695-6,760,018


